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Two biologically related proteins with similar sequences:
FlgAl EAGNVKLKRGRLDTLPPRTVLDINQLVDAISLRDLSPDQPIQLTQFRQAWRVKAGORVNVIASGD
++K+K+GRLDTLPP +L+ N A+SLR ++ QP+ R+ W +KAGQ V V+A G+
FlgA2 TLODIKMKQGRLDTLPPGALLEPNFAQGAVSLRQINAGOPLTRNMLRRLWIIKAGODVOVLALGE

Also biologically related (& fold up into the same 3D protein structure):
FlgAl EAGNVKLKRGRLDTLPPRTVLDINQLVDAISLRDLSPDQPIQLTQFROAWRVKAGQRVNVIASGD

A+ P +L I+ RLP + I R+AW V+ G V V
F1gA3 LAALKQVTLIAGKHKPDAMATHAEELQGKIAKRTLLPGRYIPTAATIREAWLVEQGAAVQVFFIAG

But these are biologically unrelated (& fold up into unrelated structures):
FlgAl AGNVKLKRGRLDTLPPRTVLDINQLVDAISLRDLSPDQPIQLTQFRQA-WRVKAGQRVNVIASGD
AG+V K G + + PRT ++ I+ P PI +++A WRV A + V V+ GD
HvcPP AGHV--KNGTMRIVGPRTCSNVWNGTFPINATTTGPSIPIPAPNYKKALWRVSATEYVEVVRVGD
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